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. HGT-1 complementation on glycerol as the sole carbon source. Growth of S. cerevisiae Δstl1, transformed with either p426 GPD (negative control), p426 GPD HGT-1 or p426 GPD STL1, with 2% glycerol as the sole carbon-source. OD600 was measured over a 408-hour time-period. Curves were plotted from 3 replicates using the LOESS function and shaded areas represent 95% confidence intervals. Wells in which growth was significantly greater in the p426 GPD HGT-3 strain, suggesting that these dipeptides are able to be transported by the HGT-3 protein, are indicated in green. His-containing dipeptides were excluded from these analyses as these compounds have been shown to cause dye reduction even in the absence of growth. Comparable growth was observed for these two fluorescently-labelled yeast strains, indicating that there is no cost of expressing the HGT-1 protein under these growth conditions. Curves were plotted from 4 replicates using the LOESS function; shaded areas represent 95% confidence intervals. 
Fig. S9. Bayes factor tests for HGT phylogenetic relationships and growth rate data for yeast lines transformed with HGT vectors.
Bayes factor tests were used to investigate statistical support for the HGT phylogenetic relationship identified (all values are adjudged to be very strong evidence against H0 according to the criteria outlined by Kass and Raftery (1); loge B10: 1-3 positive; 3-5 strong; >5 very strong). Growth rates of the transformed S. cerevisiae strains are included for each HGT (* indicates growth with failure to detect production of the cloned transporter). 
